since Pγ is found to serve as a potent co-chaperone with AIPL1 in the folding and assembly of PDE6. We hypothesize that the AIPL1/ Pγ interaction underlies the ability of Pγ to act as a potent co-chaperone of PDE6. To delineate the interactions and the role of AIPL1-TPR, we solved its crystal structures in the apo form. Currently, we are mapping Pγ binding site on AIPL1-TPR domain by NMR, fluorescence, and biolayer interferometry assays. Our preliminary data suggest that Pγ may acts as an affinity adaptor for AIPL1 by interacting with the TPR domain, thereby greatly enhancing the chaperone activity and selectivity of AIPL1 towards its client.
